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<1L0> APPLICANT: Ozaki., Shoichi 

Soba j Ima , .7u ;iko .. - - . . . . . 1 

Uesugi., Hi roko ■ 

O k a 2 a k i , T a k a h i .ro < : \ 

V. Ta'rk-ika, ".Hrjsao 

NaJtftio, Ka£:u"wa 
Yoshj cia , Mich. item 
' Sh ira ka'va , Hj'tos hi 

Osa ka da, Fumio ■ . 
<120> TITLE OF INVENTION: DIAGNOSTIC DRUGS FOR AUTOIMMUNE DISEASES 
<13 0> FILE REFERENCE,: 0 6 838 3 . 0104 

<14 0> C UR R E N T ■ . A. PPT, I CAT 10 N NUMBER : 0 9/21 4., 88 1 A / 

<141> CURRENT;, FILING DATE: 199 9-06-07 

<16 0> NUMBER OF* SEQ- ID NOS,: .13 

<170> S O FTWARE : , Pa ton tin Ver . 2.1 

<210> SEQ ID NO: 1 \ 

<211> LENGTH: «214 .: ; ' 

<212> TVPE.:,'tPKT 

<2.;13> ORGANISM-': .Homo sapiens : . 

<4 00> SEQUENCE: 1 ' . 

Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met. Set: Ser Tyr Ala 
\f- 1 1 • 5 10- 15 

Phe Plie Val G!n Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Asp 

. \ 2 0 . 25 ■ " : 30 

Ala Ser- Val. Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp 

3 5 \ 40 4 5 

Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys 
: ;V: 5 0 - 55 6 0 

Ala Asp Lys Al.a Arg Tyr G 1 u Arg Glu Met Lys Thr Tyr lie Pro Pro 
6 5 • ' ' 7 0 " , " . 75 * 80 

Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro, Asn Ala Pro Lys Arg 

8 5 ■ 90 95 

Pro Pro Ser Ala Phe Pile Leu Phe Cys Ser Glu Tyr Arg Pro Lys lie 

; , . .100 , 105 110 

Lys Gly Glu His Pro Gly Leu -Ser Lie Gly Asp Val Ala . Lys Lys Leu 

, ? J.15 - " ,;- ' 120 ■ ,- ' ; ; ' ■: ' 125 

G.ly Glu Met Trp Asts Asn Thr Ala Ala Asp Asp Lys Gin Pro Tyr Glu 

■ 130 135 ; ; - ' ri - 140 

Ly s Lys Ala : - A I a Lys Leu Lys Glu Lys Tyr Glu . Lys Asp I0,e Ala Ala 

145 . ' ' 150 155 , ■ 160 

Tyr Arg. Ala;/ Lys <Gly Lys Pro Asp Ala Ala Lys Lys G l.y .Va.l va !. Lys 

-16 5 '170 **'■ • 17 5 

A ! a G 1 1 1 Lys " • S r~ " t y s Lys Lys" Lys" Glu Glu Glu Gl.u Asp Glu Glu Asp 

• 180 18 5 190 

Glu Glu Asp Glu Glu Glu >Glu Glu Asp Glu Glu Asp Glu Asp Glu Glu 

19b : 200 '\ 205 

Glu Asp ASp.; ASp Asp Glu .'■ ; . 
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70 210 

7 3 <210> SEQ ID NO: 2 

74 <21.1> LENGTH: 2 08 

75 <212> TYPE: PUT 

76 <21S> ORGANISM: Homo sapiens 
78 <4 00> SEQUENCE : 2 

7 9 G.l.y Lys Gly Asp Pro Asn Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala 
80 1 5 10 15 

82 Phe Phe Val Gin Thr Cys Arg G.lu Glu His Lys Lys Lys His Pro Asp 

83 20 25 30 

85 Ser Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp 

86 35 40 4 5 

88 Lys Thr Met Ser Ala Lys Glu Lys Ser Lys Phe Glu Asp Met Ala Lys 

89 50 55 60 

91 Ser Asp Lys Ala Arg Tyr Asp Arg Glu Met: Lys Asn Tyr Val Pro Pro 

92 65 70 75 80 
94 Lys Gly Asp Lys Lys Gly Lys Lys Lys Asp Pro Asn Ala Pro Lys Arg 
9 5 8 5 90 9 5 

9 7 Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu His Arg Pro Lys lie 
98 100 105 110 

100 Lys Ser Glu His Pro Gly Leu Ser lie Gly Asp Thr Ala Lys Lys. Leu 
'101 115 12 0 125 

103 Gly Glu Met Trp Ser Glu Gin Ser Ala Lys Asp Lys Cln Pro Tyr Glu 

104 130 135 140 

106 Gin Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp He Ala Ala 

107 14 5 150 15 5 16 0 

109 Tyr: Arg A .La Lys Gly Lys Ser Glu Ala Gly Lys Lys Gly Pro Gly Arg 

110 165 170 " 175 

112 Pro Thr Gly Ser Lys Lys Lys Asn Glu Pro Glu Asp Glu Glu Glu Glu 

113 180 185 190 

115 G.lu Glu Glu Glu Asp G.lu Asp Glu Glu Glu Glu Asp Glu Asp Glu Glu 

116 195 200 205 

122 <210> SEQ ID NO: 3 

123 <211> LENGTH: 214 

124 <212> TYPE: PRT 

125 <213> ORGANISM : Bos taurus 
12 7 <4 00> SEQUENCE: 3 

.12 8 Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala 
129 1 5 10 15 

13" I Phe Phe Val Gin Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Asp 
132 20 25 30 

134 Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Ary Trp 

135 35 4 0 4 5 

137 Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys 

138 50 55 60 

14 0 Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr lie Pro Pro 
141 65 70 " 75 80 

14 3 Lys Gly G.lu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys Arg 
14 4 85 90 95 
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291 85 90 95 

293 Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu ills Arg Pro Lys tic 

294 ioo 105 :no 

2 96 Lys Ser Glu His pro Gly Leu Ser He Gly Asp Thr Ala Lys Lys Leu 
297 115 120 125 

2 99 Gly Glu Met Trp Ser Glu Gin Ser Ala Lys Asp Lys Gin Pro Tyr Glu 

3 00 130 135 14 0 

3 02 Gin Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp He Ala Ala 
303 145 150 155 ' 160 

305 Tyr Arg Ala Lys Gly Lys Gly Glu Ala Gly Lys Lys Gly Pro Gly Ary 

306 165 170 175 

308 Pro Thr Gly Ser Lys Lys Lys Asn Glu Pro Glu Asp Glu Glu Glu Glu 

309 180 135 190 
3i:i Glu Glu Glu Glu Glu Asp Glu Asp Glu Glu Glu Glu Asp Glu Asp Glu 
312 195 200 205 
314 Glu 

318 <210> SEQ ID NO: 7 

319 <211> LENGTH: 185 

320 <212> TYPE: PRT 

321 <213> ORGANISM: BOS taurus 
3 23 <2 20> FEATURE: 
3 24 <2 21> NAME/KEY: MOD_RES 

325 <222> LOCATION: (39) 

326 <223> OTHER INFORMATION: Xaa = Glu Of Arg 
323 <2 20> FEATURE: 
3 29 <22.l> NAME/KEY: MOD_RES 
3 30 <2 2 2> LOCATION : (14 9) 

331 <223> OTHER INFORMATION: Xaa - Any Amino Acid 
333 <4 00> SEQUENCE: 7 

i34 Gly Lys Gly Asp Pro Asn Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala 
335 1 5 ' 10 15 

337 Phe Phe val Gin Thr Ser Arg Glu Glu His Lys Lys Lys His Pro Asp 

338 20 25 30 

340 Ala Ser Val Asn Phe Ser Xaa Trp Lys Thr Met Ser Ala Lys Glu Lys 

341 35 \ 40 45 

343 Ser Lys Phe Glu Asp Met Ala Lys Ser Asp Lys Ala Arg Tyr Asp Arg 

344 50 55 60 

346 Glu Met Lys Asn Tyr Val Pro Pro Lys Gly Asp Lys Lys Gly Lys Lys 

347 65 70 75 80 

349 Lys Asp Pro Asa Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe 

350 85 " 90 95 

3 52 Ser AJ.a Glu His Arg Pro Lys He Lys Ala Glu His Pro Gly Leu Ser 
353 100 105 lib 

3 55 He Gly Asp Thr Ala Lys Lys Leu Gly Glu Met Trp Ser Gin Gin Ser 
3 56 115 120 12 5 

35 8 Ala Lys Asp Lys Gin Pro Tyr Glu Glu Lys Ala Ser Lys Leu Lys Glu 
3 59 130 135 14 0 

> 361 Lys Tyr Glu Lys Xaa Ala Ala Tyr Arg Ala Lys Gly Lys Ser Glu Ala 
362 .145 150 155 160 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PAT GMT APPl:j;CAT.'fOrJ : US/09/214 ,88lA 



DATE: :! 2/22/2000 
TIME: 10 : 52 : 09 



Input: Set:: A:\068383 .0104 . app 

Output Set: N:\CRF3\122 2 2 000\l214 8 8lA.raw 

h : 1B ; M: 2 71 C: Current Filing Date differs. Replaced Current Filing Date 
1,:34 0 M:341 W: (46) "n" or "'XarJ." used, for SEQ IDtf:7 ' 
].',: 361 M : 341 W : (46) "n" Or "Xaa 5 ' used, for SPJQ .IDs : 7 
L : 5 7 5 ' M: 341 W: (46) "li" or "Xaal used, for SEQ IDP : 12 
L: 596 M: 341 W: (4G) " n " or "Xaa" used, for SF.Q IDs ■ 13 
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